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GAP1040-1 Wild type: 200 bp
GAP1040-2 Heterozygote: 200 bp & 148 bp
GAP1040-3 Mutant: 148 bp
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vE: B6 NBAMEXTHE, & B6 /NRIEF 4 DNA
N =S R, TR R xR
DL2000 Marker: 2000bp\1000bp\750bp\500bp\250bp\100bp
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1. https://www.jax.org/strain/006410



